Publications

2024

Genome-wide expression analysis of vegetative organs during
developmental and herbicide-induced whole plant senescence in
Arabidopsis thaliana

Chen, P. Y., Nguyen, T. T. T., Lee, R. H., Hsu, T. W., Kao, M. H., Gojobori, T.,
Chiang, T. Y. & Huang, C. L. (2024).

BMC Genomics, 25(1), 621.

Global prospects for cultivating Centella asiatica: An ecological niche
modeling approach under current and future climatic scenarios

Lin, P. C., Chiang, T.Y., Chen, M. L., Hsu, T. W,, Ge, P. W., Cheng, S. T. & Hsu,
Y. H. (2024).

Journal of Agriculture and Food Research, 18, 101380.

Is an invasive species a notorious invader or carbon sequencer?
Meitha, K., Chen, P. Y., Chang, C., Lin, Z. C., Hsu, T. W., Gojobori, T. &
Chiang, T. Y. (2024).

Ecological Genetics and Genomics, 32, 100279.

The Development of a Comprehensive Dimensions Scale for Assessing
Clinical Teachers’ Occupational Well-Being

Pan, C. H., Chiang, T. Y., Hsieh, H. C. & Wang, Y. H. (2024).

Journal of Multidisciplinary Healthcare, 17, 4571-4586.

2023

5.

Deciphering microbial community dynamics along the fermentation
course of soy sauce under different temperatures using metagenomic
analysis

Nguyen, N. T. H., Huang, M. B., Liu, F. Y., Huang, W. L., Tran, H. T., Hsu, T. W,
Huang, C. L. & Chiang, T. Y. (2023).

Bioscience of Microbiota, Food and Health, 42(2), 104-113.

Microbial Communities Along 2,3,7,8-tetrachlorodibenzodioxin
Concentration Gradient in Soils Polluted with Agent Orange Based on
Metagenomic Analyses

Tran, H. T., Nguyen, H. M., Nguyen, T. M. H., Chang, C., Huang, W. L., Huang,
C.L.&Chiang, T.Y. (2023).

Microbial Ecology, 85(1), 197-208.



New insights into polyploid evolution and dynamic nature of Ludwigia
section Isnardia (Onagraceae)

Liu, S. H., Hung, K. H., Hsu, T. W., Hoch, P. C., Peng, C. |. & Chiang, T. Y.
(2023).

Botanical Studies, 64, 14.

2022

8.

Metagenomics: Potential for bioremediation of soil contaminated with
heavy metals

Huang, W. L., Wu, P. C. & Chiang, T. Y. (2022).

Ecological Genetics and Genomics, 22, 100111.

Metagenomics analyses of microbial dynamics associated with putative
flavor development in mash fermentation of sake

Nguyen, N. T. H., Wang, W. Y., Huang, W. L., Huang, C. L. & Chiang, T. Y.
(2022).

LWT, 163, 113570.

2021

10.

The Predominance of Proteobacteria and Cyanobacteria in the Cycas
dolichophylla Coralloid Roots Revealed by 16S rRNA Metabarcoding
Zheng, Y., Chiang, T. Y., Huang, C. L., Feng, X. Y., Yrjala, K. & Gong, X. (2021).
Microbiology, 90(6), 805-815.

2020

11.

12.

Behavioral and brain-transcriptomic synchronization between the two
opponents of a fighting pair of the fish Betta splendens

Vu, T. D., Iwasaki, Y., Shigenobu, S., Maruko, A., Oshima, K., lioka, E., Huang,
C. L., Abe, T., Tamaki, S., Lin, Y. W., Chen, C. K., Lu, M. Y., Hojo, M., Wang, H.
V., Tzeng, S. F., Huang, H. J., Kanai, A., Gojobori, T., Chiang, T. Y. & Sun, H. S.
et al. (2020).

PLoS Genetics, 16(6), e1008831.

Endophytic Microbiome of Biofuel Plant Miscanthus sinensis (Poaceae)
Interacts with Environmental Gradients

Huang, C. L., Sarkar, R., Hsu, T. W., Yang, C. F., Chien, C. H., Chang, W. C. &
Chiang, T. Y. (2020).

Microbial Ecology, 80(1), 133-144.



2019

13. Revegetation on abandoned salt ponds relieves the seasonal
fluctuation of soil microbiomes
Tran, H. T., Wang, H. C., Hsu, T. W., Sarkar, R., Huang, C. L. & Chiang, T. Y.
(2019).
BMC Genomics, 20, 478.

2018

14. Highly diverse endophytes in roots of Cycas bifida (Cycadaceae), an
ancient but endangered gymnosperm
Zheng, Y., Chiang, T. Y., Huang, C. L. & Gong, X. (2018).
Journal of Microbiology, 56(5), 337-345.

2017

15. Common stress transcriptome analysis reveals functional and genomic
architecture differences between early and delayed response genes
Lin, C. W., Huang, L. Y., Huang, C. L., Wang, Y. C., Lai, P. H., Wang, H. V.,
Chang, W. C., Chiang, T. Y. & Huang, H. J. (2017).
Plant and Cell Physiology, 58(3), 546-559.

16. Comparative phylogeography of two codistributed endemic cyprinids in
southeastern Taiwan
Chiang, T.Y., Chen, VY.Y., Lee, T. W,, Hsu, K. C., Lin, F. J., Wang, W. K. & Lin, H.
D. (2017).
Biochemical Systematics and Ecology, 70, 283-290.

17. Frequent gene flow blurred taxonomic boundaries of sections in Lilium
L. (Liliaceae)
Gong, X., Hung, K. H., Ting, Y. W., Hsu, T. W., Malikova, L., Tran, H. T., Huang,
C. L., Liu, S.H. & Chiang, T. Y. (2017).
PLoS ONE, 12(8), e0183209.

2016

18. Comparative transcriptome analysis of Gastrodia elata (Orchidaceae)in
response to fungus symbiosis to identify gastrodin biosynthesis-related



19.

20.

21.

22.

genes

Tsai, C. C., Wu, K. M., Chiang, T. Y., Huang, C. Y., Chou, C.H., Li, S. J. &
Chiang, Y. C. (2016).

BMC Genomics, 17, 212.

Cross-Species, amplifiable EST-SSR Markers for Amentotaxus species
obtained by next-generation sequencing

Li, C.Y., Chiang, T. Y., Chiang, Y. C., Hsu, H. M., Ge, X. J., Huang, C. C., Chen,
C.T. & Hung, K. H. (2016).

Molecules, 21(1), 21010067.

Multilocus analyses reveal postglacial demographic shrinkage of
Juniperus morrisonicola (Cupressaceae), a dominant alpine species in
Taiwan

Huang, C. C., Hsu, T. W., Wang, H. V., Liu, Z. H., Chen, Y. Y., Chiu, C. T.,
Huang, C. L., Hung, K. H. & Chiang, T. Y. (2016).

PLoS ONE, 11(8), e0161713.

Opening a new era of "Ecological Genetics and Genomics"

Gojobori, T. & Chiang, T. Y. (2016).

Ecological Genetics and Genomics, 1, 1.

Students' knowledge of, and attitudes towards biotechnology revisited,
1995-2014: Changes in agriculture biotechnology but not in medical
biotechnology

Chen, S.Y.,, Chu, Y. R, Lin, C.Y. & Chiang, T. Y. (2016).

Biochemistry and Molecular Biology Education, 44(5), 475-491.

2015

23.

24.

25.

Alleviation of allelochemical juglone-induced phytotoxicity in tobacco
plants by proline

Chen, S.Y., Chi, W. C., Trinh, N. N., Cheng, K. T., Chen, Y. A, Lin, T. C., Lin, Y.
C., Huang, L. Y., Huang, H. J. & Chiang, T. Y. (2015).

Journal of Plant Interactions, 10(1), 167-172.

Biogeography of the Phalaenopsis amabilis species complex inferred
from nuclear and plastid DNAs

Tsai, C. C., Chou, C. H., Wang, H. V., Ko, Y. Z., Chiang, T. Y. & Chiang, Y. C.
(2015).

BMC Plant Biology, 15, 202.

Complete mitochondrial genome of the amphidromous, red-tailed goby
Sicyopterus lagocephalus (Pallas) (Teleostei, Gobiidae)



26.

27.

28.

29.

30.

Chiang, T. Y., Chen, I. S., Lin, H. D., Hsiao, S. T. & Ju, Y. M. (2015).
Mitochondrial DNA, 26(5), 670-671.

Draft genome of Myxosarcina sp. Strain Gi1, a baeocytous
cyanobacterium associated with the marine sponge Terpios hoshinota
Yu, C.H,, Lu, C. K., Su, H. M., Chiang, T. Y., Hwang, C. C., Liu, T. & Chen, Y. M.
(2015).

Standards in Genomic Sciences, 10.

Ecological genomics in Xanthomonas: The nature of genetic adaptation
with homologous recombination and host shifts

Huang, C. L., Pu, P. H., Huang, H. J., Sung, H. M., Liaw, H. J., Chen, Y. M.,
Chen, C. M., Huang, M. B., Osada, N., Gojobori, T., Pai, T. W.,, Chen, Y. T.,
Hwang, C. C. & Chiang, T. Y. (2015).

BMC Genomics, 16, 188.

Genetic Divergence and Biogeographical Patterns in Amentotaxus
argotaenia Species Complex

Ge, X.J., Hung, K. H., Ko, Y. Z., Hsu, T. W., Gong, X., Chiang, T. Y. & Chiang, Y.
C. (2015).

Plant Molecular Biology Reporter, 33(2), 264-280.

Highly diversified fungi are associated with the achlorophyllous orchid
Gastrodia flavilabella

Liu, T., Li, C. M., Han, Y. L., Chiang, T. Y., Chiang, Y. C. & Sung, H. M. (2015).
BMC Genomics, 16, 185.

The complete mitochondrial genome sequence of Metzia formosae
(Cypriniformes, Cyprinidae)

Lin, H. D., Lin, F. J., Chiang, T. Y. & Lee, T. W. (2015).

Mitochondrial DNA, 26(2), 257-258.

2014

31.

32.

Adaptive divergence with gene flow in incipient speciation of
Miscanthus floridulus/sinensis complex (Poaceae)

Huang, C. L., Ho, C. W., Chiang, Y. C., Shigemoto, Y., Hsu, T. W., Hwang, C.
C., Ge, X.J., Chen, C., Wu, T. H., Chou, C. H., Huang, H. J., Gojobori, T.,
Osada, N. & Chiang, T. Y. (2014).

The Plant Journal, 80(5), 834-847.

Analysis of microsatellites in the vulnerable orchid Gastrodia
flavilabella: The development of microsatellite markers, and cross-
species amplification in Gastrodia



Tsai, C. C., Wu, P. Y, Kuo, C. C., Huang, M. C., Yu, S. K., Hsu, T. W., Chiang, T.
Y. & Chiang, Y. C. (2014).
Botanical Studies, 55, 1-9.

33. Complete mitochondrial genome of Microphysogobio alticorpus
(Cypriniformes, Cyprinidae)

Lin, D.Y., Lin, H. D., Tzeng, S. J. & Chiang, T. Y. (2014).
Mitochondrial DNA, 25(3), 173-174.

34. Deciphering mycorrhizal fungi in cultivated Phalaenopsis microbiome
with next-generation sequencing of multiple barcodes
Huang, C. L., Jian, F. Y., Huang, H. J., Chang, W. C., Wu, W. L., Hwang, C. C.,
Lee, R. H. & Chiang, T. Y. (2014).

Fungal Diversity, 66(1), 77-88.

35. Development and characterization of nine polymorphic microsatellite
markers from the sword prawn Parapenaeopsis hardwickii using PCR-
based isolation of microsatellite arrays (PIMA)

Ho, C. W., Tzeng, T. D., Chiang, T. Y., Li, C. Y. &Lin, F. J. (2014).
Conservation Genetics Resources, 6(3), 547-549.

36. Polymorphic microsatellite loci isolated from Cervus unicolor
(Cervidae) show inbreeding in a domesticated population of Taiwan
Sambar deer
Lin, D. Y., Chiang, T. Y., Huang, C. C,, Lin, H. D., Tzeng, S. J., Kang, S. R,,
Sung, H. M. & Wu, M. C. (2014).

Genetics and Molecular Research, 13(2), 3967-3971.

37. Taming the wild: Resolving the gene pools of non-model Arabidopsis
lineages
Hohmann, N., Schmickl, R., Chiang, T. Y., Lu¢anova, M., Kolaf, F., Marhold,
K. & Koch, M. A. (2014).

BMC Evolutionary Biology, 14, 224.

38. Temperate origin and diversification via southward colonization in Fatsia
(Araliaceae), an insular endemic genus of the west Pacific Rim
Chiang, T.Y., Chen, S. F,, Kato, H., Hwang, C. C., Moore, S. )., Hsu, T. W. &
Hung, K. H. (2014).

Tree Genetics & Genomes, 10(5), 1317-1330.

2013

39. Characterization of 42 microsatellite markers from poison ivy,
Toxicodendron radicans (Anacardiaceae)
Hsu, T. W., Shih, H. C., Kuo, C. C., Chiang, T. Y. & Chiang, Y. C. (2013).



40.

41.

42,

43.

44.

International Journal of Molecular Sciences, 14(10), 20414-20426.
Complete mitochondrial genome of Sicyopterus japonicus
(Perciformes, Gobiidae)

Chiang, T. Y., Chen, I. S., Lin, H. D., Chang, W. B. &Ju, Y. M. (2013).
Mitochondrial DNA, 24(3), 191-193.

Diverse processes shape deep phylogeographical divergence in Cobitis
sinensis (Teleostei: Cobitidae) in East Asia

Chiang, T.Y., Lin, H. D., Zhao, J., Kuo, P. H., Lee, T. W. & Hsu, K. C. (2013).
Journal of Zoological Systematics and Evolutionary Research, 51(4), 316-
326.

Effects of GC Bias in Next-Generation-Sequencing Data on De Novo
Genome Assembly

Chen, Y. C,, Liu, T., Yu, C. H., Chiang, T. Y. & Hwang, C. C. (2013).

PLoS ONE, 8(4), e62856.

Population structure and demographic history of Sicyopterus japonicus
(Perciformes; Gobiidae) in Taiwan inferred from mitochondrial control
region sequences

Ju,Y. M., Hsu, C.H., Fang, L. S,, Lin, H. D., Wu, J. H., Han, C. C., Chen, |. S. &
Chiang, T. Y. (2013).

Genetics and Molecular Research, 12(3), 4046-4059.

Volatilized myrcene inhibits growth and activates defense responses in
rice roots

Hsiung, Y. C., Chen, Y. A,, Chen, S. Y., Chi, W. C,, Lee, R. H., Chiang, T. Y. &
Huang, H. J. (2013).

Acta Physiologiae Plantarum, 35(8), 2475-2482.

2012

45.

46.

Evolutionary rates of commonly used nuclear and organelle markers of
Arabidopsis relatives (Brassicaceae)

Huang, C. C., Hung, K. H., Wang, W. K., Ho, C. W., Huang, C. L., Hsu, T. W.,
Osada, N., Hwang, C. C. & Chiang, T. Y. (2012).

Gene, 499(1), 194-201.

Footprints of natural and artificial selection for photoperiod pathway
genes in Oryza

Huang, C. L., Hung, C. Y., Chiang, Y. C., Hwang, C. C., Hsu, T. W., Huang, C.
C., Hung, K. H., Tsai, K. C., Wang, K. H., Osada, N., Schaal, B. A. & Chiang, T.
Y. (2012).



47.

48.

49.

50.

The Plant Journal, 70(5), 769-782.

Four-component pharmacophore model for endomorphins toward p
opioid receptor subtypes

Wu, Y. C., Jaglinski, T., Hsieh, J. Y., Chiu, J. J., Chiang, T. Y. & Hwang, C. C.
(2012).

Journal of Molecular Modeling, 18(2), 825-834.

Inferring Multiple Refugia and Phylogeographical Patterns in Pinus
massoniana Based on Nucleotide Sequence Variation and DNA
Fingerprinting

Ge, X.J., Hsu, T. W,, Hung, K. H., Lin, C. J., Huang, C. C., Huang, C. C,,
Chiang, Y. C. & Chiang, T. Y. (2012).

PLoS ONE, 7(8), e43717.

Isolation and characterization of microsatellite loci from Pinus
massoniana (Pinaceae)

Hung, K. H., Lin, C. Y., Huang, C. C., Hwang, C. C., Hsu, T. W,, Kuo, Y. L.,
Wang, W. K., Hung, C. Y. & Chiang, T. Y. (2012).

Botanical Studies, 53(2), 191-196.

Isolation and characterization of polymorphic microsatellite loci from
Metapenaeopsis barbata using PCR-based isolation of microsatellite
arrays (PIMA)

Chiang, T.Y., Tzeng, T. D., Lin, H. D., Cho, C. J. & Lin, F. J. (2012).
International Journal of Molecular Sciences, 13(3), 2763-2768.

2011

51.

52.

53.

54.

A molecular dynamics study on opioid activities of biphalin molecule
Hsieh, J. Y., Chiang, T. Y., Chen, J. L., Chen, Y. W,, Lin, H. C. & Hwang, C. C.
Journal of Molecular Modeling. 2011, 17(10): 2455-2464.
Characterization of Expressed Sequence Tags from Flower Buds of
Alpine Lilium formosanum using a Subtractive cDNA Library

Wang, W. K., Liu, C. C., Chiang, T. Y., Chen, M. T., Chou, C. H. & Yeh, C. H.
Plant Molecular Biology Reporter. 2011, 29(1): 88-97.

Conservation genetics and phylogeography of endangered and endemic
shrub Tetraena mongolica (Zygophyllaceae) in Inner Mongolia, China
Ge, X. J., Hwang, C. C,, Liu, Z. H., Huang, C. C., Huang, W. H., Hung, K. H.,
Wang, W. K. & Chiang, T. Y.

BMC Genetics. 2011, 12.

Development of 12 genic microsatellite loci for a biofuel grass,
Miscanthus sinensis (Poaceae)



55.

56.

57.

58.

Ho, C. W., Wu, T. H., Hsu, T. W., Huang, J. C., Huang, C. C. & Chiang, T. Y.
American Journal of Botany. 2011, 98(8): e201-e203.

Genetic population structure of the alpine species Rhododendron
pseudochrysanthum sensu lato (Ericaceae) inferred from chloroplast
and nuclear DNA

Huang, C. C., Hung, K. H., Hwang, C. C., Huang, J. C., Lin, H. D., Wang, W.
K., Wu, P. Y., Hsu, T. W. & Chiang, T. Y.

BMC Evolutionary Biology. 2011, 11:108.

Population structure in the endangered cyprinid fish Pararasbora
moltrechti in Taiwan, based on mitochondrial and microsatellite DNAs
Chiang, T.Y., Lee, T. W,, Hsu, K. C., Kuo, C. H., Lin, D. Y. & Lin, H. D.
Zoological Science. 2011, 28(9):642-651.

Population structure of Nouelia insighis (Asteraceae), an endangered
species in southwestern China, based on chloroplast DNA sequences:
Recent demographic shrinking

Gong, X., Luan, S. S., Hung, K. H., Hwang, C. C., Lin, C. J., Chiang, Y. C. &
Chiang, T. Y.

Journal of Plant Research. 2011, 124(2):221-230.

Ypsilandra (Melanthiaceae; Liliaceae sensu lato), a new generic record
for Taiwan

Hsu, T. W., Kono, Y., Chiang, T. Y. & Peng, C. I.

Botanical Studies. 2011, 52(1):99-104.

2010

59.

60.

61.

Multilocus analysis of genetic divergence between outcrossing
Arabidopsis species: Evidence of genome-wide admixture

Wang, W. K., Ho, C. W., Hung, K. H., Wang, K. H., Huang, C. C., Araki, H.,
Hwang, C. C., Hsu, T. W., Osada, N. & Chiang, T. Y.

2010. New Phytologist, 188(2), p.488-500.

Multiple factors have shaped the phylogeography of Chinese spiny
loach Cobitis sinensis in Taiwan as inferred from mitochondrial DNA
variation

Chiang, T. Y., Lin, H. D., Shao, K. T. & Hsu, K. C.

2010. Journal of Fish Biology, 76(5), p.1173-1189.

Phylogeography of Hemibarbus labeo (Cyprinidae): Secondary contact
of ancient lineages of mtDNA

Wang, J. P, Lin, C. J,, Lin, H. D., Chao, S. C. & Chiang, T. Y.



62.

63.

2010. Zoologica Scripta, 39(1), p.23-35.

Population history in Arabidopsis halleri using multilocus analysis
Heidel, A. J., Ramos-Onsins, S. E., Wang, W. K., Chiang, T. Y. & Mitchell-
Olds, T.

2010. Molecular Ecology, 19(16), p.3364-3379.

Pylaisia buckii, sp. nov. (Pylaisiaceae, Bryophyta) from Taiwan

Lin, C.Y., Hsu, T. W,, Moore, S. J., Liu, Y. & Chiang, T. Y.

2010. Nova Hedwigia, 91(1-2), p.187-191.

2009

64.

65.

66.

67.

68.

69.

Isolation and characterization of 15 microsatellite loci from Caridina
gracilipes (Atyidae, Decapoda)

Han, C. C., Chang, C. S., Chiang, T. Y., Chung, P. H. & Lin, H. D.

2009. Conservation Genetics, 10(4), p.1065-1068.

Isolation and characterization of eight polymorphic microsatellite loci
from Ludwigia polycarpa (Onagraceae), a threatened herb in North
America

Huang, C. C., Chiang, T. Y., Hsu, T. W., Hung, C. Y., Chiang, Y. C. & Hung, K.
H.

2009. Conservation Genetics, 10(5), p.1381-1383.

Isolation and characterization of microsatellite loci from a potential
biofuel plant Miscanthus sinensis (Poaceae)

Hung, K. H., Chiang, T. Y., Chiu, C. T., Hsu, T. W. & Ho, C. W.

2009. Conservation Genetics, 10(5), p.1377-1380.

Isolation and characterization of polymorphic microsatellite DNA
markers for Euphrasia nankotaizanensis (Orobanchaceae) and cross
amplification in another Euphrasia L.

Wang, K. H., Wu, M. J,, Chiang, T. Y. & Chou, C. H.

2009. Conservation Genetics, 10(4), p.1163-1165.

Isolation and characterization of polymorphic microsatellite loci from
Areca catechu (Arecaceae) using PCR-based isolation of microsatellite
arrays

Hu, C. H., Huang, C. C., Hung, K. H., Hsu, T. W. & Chiang, T. Y.

2009. Molecular Ecology Resources, 9(2), p.658-660.

Isolation and characterization of polymorphic microsatellite loci in
Candidia barbata (Cyprinidae) using PCR-based isolation of
microsatellite arrays (PIMA)



Chiang, T. Y., Ju, Y. M., Fang, L. S. & Lin, C. J.
2009. Conservation Genetics, 10(3), p.503-505.

70. Paraphyly of organelle DNAs in Cycas Sect. Asiorientales due to ancient
ancestral polymorphisms
Chiang, Y. C., Hung, K. H., Moore, S. J,, Ge, X. )., Huang, S., Hsu, T. W.,
Schaal, B. A. & Chiang, T. .

2009. BMC Evolutionary Biology, 9, 161.

71. Phylogenetic relationships of diploid and polyploid species in Ludwigia
sect. Isnardia (Onagraceae) based on chloroplast and nuclear DNAs
Hung, K. H., Schaal, B. A., Hsu, T. W,, Chiang, Y. C., Peng, C. |. & Chiang, T. Y.
2009. Taxon, 58(4), p.1216-1225.

72. Variation in the nocturnal foraging distribution of and resource use by
endangered Ryukyu flying foxes (Pteropus dasymallus) on Iriomotejima
Island, Japan
Lee, Y. F, Takaso, T., Chiang, T. Y., Kuo, Y. M., Nakanishi, N., Tzeng, H. Y. &
Yasuda, K.

2009. Contributions to Zoology, 78(2), p.51-64.

2008

73. Characterization and genetic variations of satellite DNAs in
Acrossocheilus paradoxus (Giinther, 1868) (Cyprinidae) indicate
population expansion
Tseng, M. C., Chiang, T. Y. & Wang, J. P.

2008. Journal of Fish Biology, 72(5), p.1138-1153.

74. Development of 15 polymorphic microsatellite loci from Garrulax
morrisonianus (Timaliidae), an endemic avian species of Taiwan
Chiang, T.Y., Lao,S.C., Lee,Y.F. &Yao, C. T.

2008. Conservation Genetics, 9(6), p.1711-1713.

75. Isolation and characterization of 11 microsatellite loci from Camellia
sinensis in Taiwan using PCR-based isolation of microsatellite arrays
(PIMA)

Hung, C.Y., Wang, K. H., Huang, C. C., Gong, X., Ge, X. J. & Chiang, T. Y.
2008. Conservation Genetics, 9(3), p.779-781.

76. Isolation and characterization of 11 polymorphic microsatellite loci
from Fatsia polycarpa (Araliaceae), an element of evergreen forests in
Taiwan
Huang, C. C., Hung, K. H., Hsu, T. W., Wang, K. H., Lin, C. Y. & Chiang, T. Y.
2008. Conservation Genetics, 9(5), p.1333-1335.



77.

78.

79.

80.

81.

82.

83.

84.

Isolation and characterization of 12 microsatellite loci from Suzukia
shikikunensis (Lamiaceae), a genus endemic to Taiwan and Ryukyus
Hung, C.Y., Chen, VY.Y., Hsu, T. W., Huang, T. J. & Chiang, T. Y.

2008. Conservation Genetics, 9(5), p.1337-1339.

Isolation and characterization of microsatellite loci in Pedicularis
verticillata L. using PCR-based isolation of microsatellite arrays (PIMA)
Huang, T.J., Chen, Y.Y,, Li, Y. P,, Hung, C. Y., Chiang, T. Y. & Chou, C. H.
2008. Conservation Genetics, 9(5), p.1389-1391.

Isolation and characterization of microsatellite loci in Taxus sumatrana
(Taxaceae) using PCR-based isolation of microsatellite arrays (PIMA)
Huang, C. C., Chiang, T. Y. & Hsu, T. W.

2008. Conservation Genetics, 9(2), p.471-473.

Isolation and characterization of microsatellite loci in the commercially
important mudshrimp Austinogebia edulis (Upogebiidae) using PCR-
based isolation of microsatellite arrays (PIMA)

Chiang, T. Y., Lin, H. D., Chan, T. Y., Hung, C. Y. & Lin, F. J.

2008. Conservation Genetics, 9(6), p.1653-1655.

Isolation and characterization of microsatellite loci in the endangered
freshwater fish Pararasbora moltrechti (Cyprinidae) using PCR-based
isolation of microsatellite arrays (PIMA)

Lin, H. D., Lee, T. W,, Lin, F. J., Lin, C. J. & Chiang, T. Y.

2008. Conservation Genetics, 9(4), p.945-947.

Isolation and characterization of microsatellite loci in the endangered
freshwater fish Varicorhinus alticorpus (Cyprinidae)

Chiang, T.Y., Lee, . W,, Lin, F. J., Huang, K. H. & Lin, H. D.

2008. Conservation Genetics, 9(5), p.1399-1401.

Isolation and characterization of microsatellite loci of Lycopodium
fordii Bak. (Lycopodiaceae, Pteridophyta)

Huang, Y. W., Chiang, T. Y. & Chiou, W. L.

2008. Conservation Genetics, 9(3), p.775-777.

Population structure and phylogeography of Aphyocypris kikuchii
(Oshima) based on mitochondrial DNA variation

Lin, H. D., Hsu, K. C., Shao, K. T., Chang, Y. C., Wang, J. P, Lin, C. J. & Chiang,
TY.

2008. Journal of Fish Biology, 72(8), p.2011-2025.

2007



85.

86.

87.

88.

89.

90.

91.

92.

Confirmation of the distribution of Solanum miyakojimense Yamazaki &
Takushi (Solanaceae) in Taiwan

Hsu, T. W,, Peng, C. I., Peng, J. J. & Chiang, T. Y.

2007. Taiwania, 52(2), p.190-193.

Diverse selective modes among orthologs/paralogs of the chalcone
synthase (Chs) gene family of Arabidopsis thaliana and its relative A.
halleri ssp. gemmifera

Wang, W. K., Schaal, B. A., Chiou, Y. M., Murakami, N., Ge, X. J., Huang, C. C.
& Chiang, T. Y.

2007. Molecular Phylogenetics and Evolution, 44(2), p.503-520.

Five subgenotypes of hepatitis B virus genotype B with distinct
geographic and virological characteristics

Liu, W. C., Phiet, P. H., Chiang, T. Y., Sun, K. T., Hung, K. H., Young, K. C., Wu,
I.C., Cheng, P. N. & Chang, T. T.

2007. Virus Research, 129(2), p.212-223.

Genetic diversity of wild banana (Musa balbisiana Colla) in China as
revealed by AFLP markers

Wang, X. L., Chiang, T. Y., Roux, N., Hao, G. & Ge, X. J.

2007. Genetic Resources and Crop Evolution, 54(5), p.1125-1132.
Isolation and characterization of polymorphic microsatellite loci in
Hemibarbus labeo (Cyprinidae) using PCR-based isolation of
microsatellite arrays (PIMA)

Lin, C.J., Wang, J. P,, Lin, H. D. & Chiang, T. Y.

2007. Molecular Ecology Notes, 7(5), p.788-790.

Mitochondrial DNA phylogeography of Glyptothorax fokiensis and
Glyptothorax hainanensis in Asia

Chen, X. L., Chiang, T. Y., Lin, H. D., Zheng, H. S., Shao, K. T., Zhang, Q. &
Hsu, K. C.

2007. Journal of Fish Biology, 70(Suppl. A), p.75-93.

Positive selection of hepatitis delta antigen in chronic hepatitis D
patients

Wang, S. Y., Wu, J. C., Chiang, T. Y., Huang, Y. H., Su, C. W. & Sheen, I. J.
2007. Journal of Virology, 81(9), p.4438-4444.

Rubus amphidasys Focke (Rosaceae): A newly recorded plant in Taiwan
Hsu, T. W., Chiang, T. Y. & Peng, C. I.

2007. Taiwania, 52(1), p.113-116.

2006



93.

94.

95.

96.

97.

Contrasting phylogeographical patterns between mainland and island
taxa of the Pinus luchuensis complex

Chiang, Y. C., Hung, K. H., Schaal, B. A., Ge, X. J.,, Hsu, T. W. & Chiang, T. Y.
2006. Molecular Ecology, 15(3), p.765-779.

High genetic diversity vs. low genetic differentiation in Nouelia insignis
(Asteraceae), a narrowly distributed and endemic species in China,
revealed by ISSR fingerprinting

Luan, S., Chiang, T. Y. & Gong, X.

2006. Annals of Botany, 98(3), p.583-589.

Phylogeography of Asian wild rice, Oryza rufipogon, reveals multiple
independent domestications of cultivated rice, Oryza sativa

Londo, J. P,, Chiang, Y. C., Hung, K. H., Chiang, T. Y. & Schaal, B. A.

2006. Proceedings of the National Academy of Sciences of the United
States of America, 103(25), p.9578-9583.

Phylogeography of plants in Taiwan and the Ryukyu Archipelago
Chiang, T.Y. & Schaal, B. A.

2006. Taxon, 55(1), p.31-41.

Population structure of bigeye tuna (Thunnus obesus) in the South
China Sea, Philippine Sea and western Pacific Ocean inferred from
mitochondrial DNA

Chiang, H. C., Hsu, C. C., Lin, H. D., Ma, G. C., Chiang, T. Y. & Yang, H. Y.
2006. Fisheries Research, 79(1-2), p.219-225.

2005

98.

99.

Bacterial activity and their physiological characteristics in the
sediments of ODP holes 1202A and 1202D, Okinawa Trough, western
Pacific

Jean, ). S., Chiang, T. Y., Wei, K. Y., Jiang, W. T., Liu, C. C. & Tsai, Y. P.

2005. Terrestrial, Atmospheric and Oceanic Sciences, 16(1), p.113-136.
Loss of genetic diversity and erroneous phylogeographical inferences in
Lithocarpus konishii (Fagaceae) of Taiwan caused by the Chi-Chi
Earthquake: Implications for conservation

Hung, K. H., Hsu, T. W., Schaal, B. A. & Chiang, T. Y.

2005. Annals of the Missouri Botanical Garden, 92(1), p.52-65.

100. Low genetic diversity and significant population structuring in the relict

Amentotaxus argotaenia complex (Taxaceae) based on ISSR
fingerprinting



Ge, X.J., Zhou, X. L., Li, Z. C., Hsu, T. W., Schaal, B. A. & Chiang, T. Y.
2005. Journal of Plant Research, 118(6), p.415-422.

101. Phylogeography and conservation genetics of Hygrophila pogonocalyx
(Acanthaceae) based on atpB-rbcL noncoding spacer cpDNA
Huang, J. C., Wang, W. K., Peng, C. |. & Chiang, T. Y., 2005.
Journal of Plant Research, 118(1), 1-11.

102. Phylogeography of the Qinghai-Tibetan Plateau endemic Juniperus
przewalskii (Cupressaceae) inferred from chloroplast DNA sequence
variation
Zhang, Q., Chiang, T. Y., George, M., Liu, J. Q. & Abbott, R. J., 2005.
Molecular Ecology, 14(11), 3513-3524.

103. Population structure of wild bananas, Musa balbisiana, in China
determined by SSR fingerprinting and cpDNA PCR-RFLP
Ge, X. J,, Liu, M. H., Wang, W. K., Schaal, B. A. & Chiang, T. Y., 2005.
Molecular Ecology, 14(4), 933-944.

104. Strong genetic differentiation of the East-Himalayan Megacodon
stylophorus (Gentianaceae) detected by Inter-Simple Sequence
Repeats (ISSR)

Ge, X. )., Zhang, L. B, Yuan, Y. M., Hao, G. & Chiang, T. Y., 2005.
Biodiversity and Conservation, 14(4), 849-861.

2004

105.Coalescent processes and relaxation of selective constraints leading to
contrasting genetic diversity at paralogs AtHVA22d and AtHVA22e¢ in
Arabidopsis thaliana
Chen, C. N., Chiang, Y. C., Ho, T. H. D., Schaal, B. A. & Chiang, T. Y., 2004.
Molecular Phylogenetics and Evolution, 32(2), 616-626.



106. Expression of genes encoding the rice translation initiation factor,
elF5A, is involved in developmental and environmental responses
Chou, W. C., Huang, Y. W., Tsay, W. S., Chiang, T. Y., Huang, D. D. & Huang,
H. J., 2004.

Physiologia Plantarum, 121(1), 50-57.

107.Genetic diversity of Calocedrus macrolepis (Cupressaceae)in
southwestern China
Wang, D. L., Li, Z. C., Hao, G., Chiang, T. Y. & Ge, X. J., 2004.
Biochemical Systematics and Ecology, 32(9), 797-807.

108.Isolation and characterization of microsatellite loci in Acrossocheilus
paradoxus (Cyprinidae) using PCR-based isolation of microsatellite
arrays (PIMA)
Hsu, K. C., Wang, J. P.,, Chen, X. L. & Chiang, T. Y., 2004.
Conservation Genetics, 5(1), 113-115.

109.Lineage sorting and phylogeography in Lithocarpus formosanus and L.
dodonaceifolius (Fagaceae) from Taiwan
Chiang, T. Y., Hung, K. H., Hsu, T. W. & Wu, W. L., 2004.
Annals of the Missouri Botanical Garden, 91(1), 207-222.

110. Phylogeography of Varicorhinus barbatulus (Cyprinidae) in Taiwan based
on nucleotide variation of mtDNA and allozymes
Wang, J. P, Lin, H. D., Huang, S., Pan, C. H., Chen, X. L. & Chiang, T. Y., 2004.
Molecular Phylogenetics and Evolution, 31(3), 1143-1156.

111.Range expansion leading to departures from neutrality in the
nonsymbiotic hemoglobin gene and the cpDNA trnL-trnF intergenic
spacer in Trema dielsiana (Ulmaceae)
Chiang, Y. C., Schaal, B. A., Ge, X. J. & Chiang, T. Y., 2004.
Molecular Phylogenetics and Evolution, 31(3), 929-942.



2003

112.Characterization and adaptive evolution of a-tubulin genes in the
Miscanthus sinensis complex (Poaceae)
Wen-Luan, W. U., Schaal, B. A., Hwang, C. Y., Hwang, M. D., Chiang, Y. U. C.
& Chiang, T. Y., 2003.
American Journal of Botany, 90(10), 1513-1521.

113.Contrasting selection modes at the Adh1 locus in outcrossing
Miscanthus sinensis vs. inbreeding Miscanthus condensatus (Poaceae)
Chiang, Y. C., Schaal, B. A., Chou, C. H., Huang, S. & Chiang, T. Y., 2003.
American Journal of Botany, 90(4), 561-570.

114.Possible consequences of fungal contamination on the RAPD
fingerprinting in Miscanthus (Poaceae)
Chiang, Y. C., Chou, C. H., Huang, S. & Chiang, T. Y., 2003.
Australian Journal of Botany, 51(2), 197-201.

2002

115. Genetic variation and population differentiation of Michelia formosana
(Magnoliaceae) based on cpDNA variation and RAPD fingerprints:
Relevance to post-Pleistocene recolonization
Lu, S.Y., Hong, K. H., Liu, S. L., Cheng, Y. P., Wu, W. L. & Chiang, T. Y., 2002.
Journal of Plant Research, 115(3), 203-216.

116. Nested clade analysis of Dunnia sinensis (Rubiaceae), a monotypic
genus from China based on organelle DNA sequences
Ge, X. J., Chiang, Y. C., Chou, C. H. & Chiang, T. Y., 2002.
Conservation Genetics, 3(4), 351-362.



117.Nucleotide sequence diversity at the methionine synthase locus in
endangered Dunnia sinensis (Rubiaceae): An evaluation of the positive
selection hypothesis
Chiang, Y. C., Ge, X. J., Chou, C. H., Wu, W. L. & Chiang, T. Y., 2002.
Molecular Biology and Evolution, 19(8), 1367-1375.

118.Phylogeography and conservation of Archangiopteris somai Hayata and
A. itoi Shieh based on nucleotide variation of the atpB-rbcL intergenic
spacer of chloroplast DNA
Chiang, T. Y., Chiang, Y. C., Chou, C. H., Cheng, Y. P. & Chiou, W. L., 2002.
Fern Gazette, 16(6-8), 335-340.

119. Spread of hepatitis E virus among different-aged pigs: Two-year survey
in Taiwan
Wu, J. C.,, Chen, C. M., Chiang, T. Y., Tsai, W. H., Jeng, W. J., Sheen, I. J,, Lin,
C.C. &Meng, X. J., 2002.
Journal of Medical Virology, 66(4), 488-492.

2001

120.Chloroplast DNA phylogeography of Cunninghamia konishii
(Cupressaceae), an endemic conifer of Taiwan
Lu,S.Y., Peng, C.I., Cheng, Y. P.,, Hong, K. H. & Chiang, T. Y., 2001.
Genome, 44(5), 797-807.

121.Detection of leaf-associated fungi based on PCR and nucleotide
sequence of the ribosomal internal transcribed spacer (ITS) in
Miscanthus
Chiang, Y. C., Cho, C. H., Le, P.R. & Chiang, T. Y., 2001.
Botanical Bulletin of Academia Sinica, 42(1), 39-44.

122.Erratum: Mitochondrial DNA phylogeography of Acrossocheilus
paradoxus (Cyprinidae) in Taiwan (Molecular Ecology (2000) 9:1483-
1494)



123.

124.

125.

126.

127.

128.

129.

Wang, J. P,, Hsu, K. C. & Chiang, T. Y., 2001.

Molecular Ecology, 10(5), 1346.

Research output: Comment/debate (Peer-reviewed)

Experimental hybridization reveals biased inheritance of the internal
transcribed spacer of the nuclear ribosomal DNA in Begonia x
taipeiensis

Chiang, T. Y., Hong, K. H. & Peng, C. |., 2001.

Journal of Plant Research, 114(3), 343-351.

Organelle DNA phylogeography of Cycas taitungensis, a relict species in
Taiwan

Huang, S., Chiang, Y. C., Schaal, B. A., Chou, C. H. & Chiang, T. Y., 2001.
Molecular Ecology, 10(11), 2669-2681.

Phylogeography of Kandelia candel in East Asiatic mangroves based on
nucleotide variation of chloroplast and mitochondrial DNAs

Chiang, T. Y., Chiang, Y. C., Chen, Y. J., Chou, C. H., Havanond, S., Hong, T.
N. & Huang, S., 2001.

Molecular Ecology, 10(11), 2697-2710.

Population differentiation and phylogeography of Hygrophila
pogonocalyx based on RAPDs fingerprints

Huang, J. C., Wang, W. K., Hong, K. H. & Chiang, T. Y., 2001.
Aquatic Botany, 70(4), 269-280.

Systematic status of the Glycine tomentella and G. tabacina species
complexes (Fabaceae) based on ITS sequences of nuclear ribosomal
DNA

Hsing, Y. L. C., Hsieh, J. S, Peng, C. I., Chou, C. H. & Chiang, T. Y., 2001.
Journal of Plant Research, 114(4), 435-442.

Taxonomic revision and cladistic analysis of Diphyscium (Family
Diphysciaceae) of Taiwan

Chiang, T. Y. & Lin, S. H., 2001.

Botanical Bulletin of Academia Sinica, 42(3), 215-222.

Towards an integrative biology research: A case study on adaptive and
evolutionary trends of Miscanthus populations in Taiwan



Chou, C. H., Chiang, T. Y. & Chiang, Y. C., 2001.
Weed Biology and Management, 1(2), 81-88.

Research output: Review article (Peer-reviewed)

2000

130.

131.

132.

133.

134.

135.

Clinical and epidemiological implications of swine hepatitis E virus
infection

Wu, J. C., Chen, C. M., Chiang, T. Y., Sheen, I. J., Chen, J. Y., Tsai, W. H.,
Huang, Y. H. & Lee, S. D., 2000.

Journal of Medical Virology, 60(2), 166-171.

Detection and viral nucleotide sequence analysis of transfusion
transmitted virus infection in acute fulminant and non-fulminant
hepatitis

Huang, Y. H., Wu, J. C., Chiang, T. Y., Chan, Y. )., Huo, T. I., Huang, Y. S.,
Hwang, S. J., Chang, F. Y. & Lee, S. D., 2000.

Journal of Viral Hepatitis, 7(1), 56-63.

Erratum: Detection and viral nucleotide sequence analysis of
transfusion-transmitted virus infection in acute fulminant and
nonfulminant hepatitis

Huang, Y. H., Wu, J. C., Chiang, T. Y., Chan, Y. J.,, Huo, T. I., Huang, Y. S.,
Hwang, S. J., Chang, F. Y. & Lee, S. D., 2000.

Journal of Viral Hepatitis, 7(3), 244.

Research output: Comment/debate (Peer-reviewed)

Genetic variability and phytogeography of Miscanthus sinensis var.
condensatus, an apomictic grass, based on RAPD fingerprints
Chou, C. H., Chiang, Y. C. & Chiang, T. Y., 2000.

Canadian Journal of Botany, 78(10), 1262-1268.

Lineage sorting accounting for the disassociation between chloroplast
and mitochondrial lineages in oaks of southern France

Chiang, T. Y., 2000.

Genome, 43(6), 1090-1094.

Research output: Review article (Peer-reviewed)

Low RAPD polymorphism in Archangiopteris itoi, a rare and endemic

fernin Taiwan



Hsu, T. W., Moore, S. J. & Chiang, T. Y., 2000.
Botanical Bulletin of Academia Sinica, 41(1), 15-18.

136. Mitochondrial DNA phylogeography of Acrossocheilus paradoxus
(Cyprinidae) in Taiwan
Wang, J. P,, Hsu, K. C. & Chiang, T. Y., 2000.
Molecular Ecology, 9(10), 1483-1494.

137.Molecular confirmation of unidirectional hybridization in Begonia x
taipeiensis Peng (Begoniaceae) from Taiwan
Peng, C. I. & Chiang, T. Y., 2000.
Annals of the Missouri Botanical Garden, 87(2), 273-285.

138. Molecular evolution and phylogeny of the atpB-rbcL spacer of
chloroplast DNA in the true mosses
Chiang, T. Y. & Schaal, B. A., 2000.
Genome, 43(3), 417-426.

139. Molecular evolution of the atpB-rbcL noncoding spacer of chloroplast
DNA in the moss family Hylocomiaceae
Chiang, T. Y. & Schaal, B. A., 2000.
Botanical Bulletin of Academia Sinica, 41(2), 85-92.

140. Purification, cloning and sequence analyses for pro-metalloprotease-
disintegrin variants from Deinagkistrodon acutus venom and
subclassification of the small venom metalloproteases
Tsai, I. H., Wang, Y. M., Chiang, T. Y., Chen, Y. L. & Huang, R. J., 2000.
European Journal of Biochemistry, 267(5), 1359-1367.

141.The internal transcribed spacer 2 region of the nuclear ribosomal DNA
and the phylogeny of the moss family Hylocomiaceae
Chiang, T. Y. & Schaal, B. A., 2000.
Plant Systematics and Evolution, 224(3-4), 127-137.

1999

142.Cloning and genetic variability of a Hindlll DNA repetitive elementin
Acrossocheilus paradoxus (Cyprinidae)



Wu, W. L., Wang, J. P., Tseng, M. C. & Chiang, T. Y., 1999.
Genome, 42(4), 780-788.

143. Phylogenetic analysis to document a common source of hepatitis D
virus infection in a mother and her child
Huang, Y. H., Wu, J. C., Lu, S. N., Chiang, T. Y., Chang, F. Y. & Lee, S. D., 1999.
Chinese Medical Journal (Taipei), 62(1), 28-32.

144.Phylogeography of North American populations of the moss species
Hylocomium splendens based on the nucleotide sequence of internal
transcribed spacer 2 of nuclear ribosomal DNA
Chiang, T. Y. & Schaal, B. A., 1999.
Molecular Ecology, 8(6), 1037-1042.

145.Recombination of hepatitis D virus RNA sequences and its implications
Wu, J. C., Chiang, T. Y., Shine, W. K., Wang, S. Y., Sheen, I. J., Huang, Y. H. &
Syu, W. J., 1999.
Molecular Biology and Evolution, 16(11), 1622-1632.

146. Re-examination of Bryonoguchia brevifolia, a new synonym of
Hylocomiastrum himalayanum
Chiang, T. Y. & Hsu, T. W., 1999.
Botanical Bulletin of Academia Sinica, 40(3), 243-245.

147.Re-examination of the taxonomic status of Cunninghamia konishii and
C. lanceolata based on the RFLPs of a chloroplast trnD-trnT spacer
Lu, S. Y., Chiang, T. Y., Hong, K. H. & Hu, T. W., 1999.
Taiwan Journal of Forest Science, 14(1), 13-19.

148.Within- and between-individual length heterogeneity of the rDNA-IGS in
Miscanthus sinensis var. glaber (Poaceae): Phylogenetic analyses
Chou, C. H., Chiang, Y. C. & Chiang, T. Y., 1999.
Genome, 42(6), 1088-1093.

1998

149. A reassessment of the taxonomic position of Miehea Ochyra



150

151.

152.

153.

154.

155.

156.

Chiang, T.-Y., 1998.
Botanical Bulletin of Academia Sinica, 39(2), 131-136.

.Characterization and phylogenetic analysis of a novel hepatitis D virus

strain discovered by restriction fragment length polymorphism analysis
Wu, J. C., Chiang, T. Y. & Sheen, I. J., 1998.
Journal of General Virology, 79(5), 1105-1113.

Complete nucleotide sequence of the intergenic spacer between 25S
and 17S rDNA in Miscanthus sinensis var. glaber

Chiang, T.Y., Chiang, Y. C. & Chou, C. H., 1998.

Botanical Bulletin of Academia Sinica, 39(4), 241-244.

Lescuraea morrisonensis (Takaki) Nog. fo. sichuanensis Wang, Hu and
Redfearn, a synonym of Actinothuidium hookeri (Mitt.) Broth.

Chiang, T. Y. & Hu, W. H., 1998.

Botanical Bulletin of Academia Sinica, 39(3), 205-208.

Prevalence, implication, and viral nucleotide sequence analysis of GB
virus-C/hepatitis G virus infection in acute fulminant and nonfulminant
hepatitis

Wu, J. C., Chiang, T. Y., Huang, Y. H., Huo, T. I., Hwang, S. J., Huang, |. S.,
Sheng, W. Y. & Lee, S. D., 1998.

Journal of Medical Virology, 56(2), 118-122.

Taxonomic revision of Andreaea (Mosses, Andreaeaceae) of Taiwan
Chiang, T. Y., 1998.
Botanical Bulletin of Academia Sinica, 39(1), 57-68.

The impact of traveling to endemic areas on the spread of hepatitis E
virus infection: Epidemiological and molecular analyses

Wu, J. C., Sheen, I. J., Chiang, T. Y., Sheng, W. Y., Wang, Y. J., Chan, C. Y. &
Lee, S. D., 1998.

Hepatology, 27(5), 1415-1420.

Universal primers for amplification and sequencing a noncoding spacer
between the atpB and rbcL genes of chloroplast DNA



Chiang, T.Y., Schaal, B. A. & Peng, C. |., 1998.
Botanical Bulletin of Academia Sinica, 39(4), 245-250.

1997

157.Human T-lymphotropic virus type Il infection in Viethamese
thalassemic patients
Lin, M. T., Nguyen, B. T., Binh, T. V., Be, T. V., Chiang, T. Y., Tseng, L. H., Yang,
Y. C., Lin, K. H. & Chen, Y. C., 1997.
Archives of Virology, 142(7), 1429-1440.

158. Miehea (Family Leskeaceae), a genus new to moss flora of China
Chiang, T. Y., 1997.
Botanical Bulletin of Academia Sinica, 38(4), 263-266.

1996

159.Cryphaea Mohr (Cryphaeaceae), a genus new to moss flora of Taiwan
Chiang, T. Y., 1996.
Botanical Bulletin of Academia Sinica, 37(1), 89-91.

160. Wijkia tanytricha (Mont.) Crum (Musci, Sematophyllaceae), a new
record to the moss flora of Taiwan
Chiang, T. Y., 1996.
Botanical Bulletin of Academia Sinica, 37(2), 147-150.



