Li, C. M., Cheng, T. H., Chen, Y. J,, Liang, Y. R., & Huang, C. L.* (2025).

Crab shell meal promotes root-knot nematode control through shifts in

soil microbial communities and enhanced nitrification. Scientific reports,

15(1), 40115.

Chen, Y. C., Tran, H. T., Kuan, J. J.,, Chiang, T. Y., & Huang, C. L.* (2025).
Fungal community succession in the fermentation of black and oolong

teas. LWT, 118645.

. Chen, P. Y., Nguyen, T.T. T., Lee, R. H., Hsu, T. W., Kao, M. H., Gojobori, T.,

Chiang, T. Y. & Huang, C. L* (2024). Genome-wide expression analysis of

vegetative organs during developmental and herbicide-induced whole

plant senescence in Arabidopsis thaliana. BMC genomics, 25(1), 621.

. Tran, H.T., Nguyen, H. M., Nguyen, T. M. H., Chang, C., Huang, W. L.,

Huang, C. L*, & Chiang, T. Y. (2023). Microbial communities along 2, 3, 7,

8-tetrachlorodibenzodioxin concentration gradient in soils polluted with

agent orange based on metagenomic analyses. Microbial ecology, 85(1),

197-208.

Nguyen, N. T. H., Wang, W. Y., Huang, W. L., Huang, C. L* & Chiang, T. Y.

(2022). Metagenomics analyses of microbial dynamics associated with

putative flavor development in mash fermentation of sake. LWT, 113570.

NGUYEN, N. T. H., HUANG, M. B,, LIU, F. Y., HUANG, W. L., TRAN, H. T.,
HSU, T. W., Huang, C. L* & CHIANG, T. Y. (2022). Deciphering microbial

community dynamics along the fermentation course of soy sauce under

different temperatures using metagenomic analysis. Bioscience of

Microbiota, Food and Health.


https://doi.org/10.1038/s41598-025-23818-x
https://doi.org/10.1038/s41598-025-23818-x
https://doi.org/10.1016/j.lwt.2025.118645
https://doi.org/10.1016/j.lwt.2025.118645
https://doi.org/10.1186/s12864-024-10518-5
https://doi.org/10.1186/s12864-024-10518-5
https://doi.org/10.1186/s12864-024-10518-5
https://doi.org/10.1007/s00248-021-01953-y
https://doi.org/10.1007/s00248-021-01953-y
https://doi.org/10.1007/s00248-021-01953-y
https://doi.org/10.1016/j.lwt.2022.113570
https://doi.org/10.1016/j.lwt.2022.113570
https://doi.org/10.12938/bmfh.2022-012
https://doi.org/10.12938/bmfh.2022-012
https://doi.org/10.12938/bmfh.2022-012

Huang, J. M, Ko, P. J., Huang, C. L., Wen, P. W., Chen, C. H., Shih, M.
H., ... & Huang, F. C. (2021). Cytochrome P450 monooxygenase of

Acanthamoeba castellanii participates in resistance to

polyhexamethylene biguanide treatment. Parasite, 28.

Liu, H. N., Hsu, T. W., Wu, Y. H., & Huang, C. L* (2021). Unraveling

microbiomes associated with decomposition of needles of two Pinus

species with contrasting fire-adaptive strategies. Biology and Fertility of

Soils, 57(5), 715-729.

Tran, H. T., Wang, H. C., Hsu, T. W., Sarkar, R., Huang, C. L* & Chiang, T. Y.

(2019). Revegetation on abandoned salt ponds relieves the seasonal

fluctuation of soil microbiomes. BMC genomics, 20(1), 1-12.



https://doi.org/10.1051/parasite/2021074
https://doi.org/10.1051/parasite/2021074
https://doi.org/10.1051/parasite/2021074
https://sites.google.com/view/ncku-pmglab/member
https://doi.org/10.1007/s00374-021-01564-2
https://doi.org/10.1007/s00374-021-01564-2
https://doi.org/10.1007/s00374-021-01564-2
https://doi.org/10.1186/s12864-019-5875-y
https://doi.org/10.1186/s12864-019-5875-y

